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aan y coe o 4
4 ranan 219138HINTINGD
f
s:uumquﬁﬂmﬁammmﬂ@ (open circulatory system) | 37.Q3.9M81 8AEILIG
23 - .
azluule (closed circulatory system)
ifUsznaUvadfen Wiliaa uaz MIudidazal I7.03.3N81 pAdYIa
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